Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.033; wR factor = 0.081; data-to-parameter ratio = 16.6.
In the title compound, C 16 H 17 BrN 2 O, the pyridine and benzene rings are almost coplanar [dihedral angle = 1.3 (2) ]. An intramolecular O-HÁ Á ÁBr interaction forms an S(5) ring motif.
Related literature
For the anti-bacterial and anti-tumor activity of substituted salicylaldehyde derivatives, see: Jesmin et al. (2010) ; Pelttari et al. (2007) and for the biological activity of 2-aminopryidine derivatives, see: Hagmann et al. (2000) . For related structures, see: Puthilibai et al. (2008) ; Phurat et al. (2010) ; Wang et al.(2010) . For the synthesis, see: Pannerselvam et al. (2005) . Refinement R[F 2 > 2(F 2 )] = 0.033 wR(F 2 ) = 0.081 S = 0.98 3051 reflections 184 parameters 2 restraints H-atom parameters constrained Á max = 0.50 e Å À3 Á min = À0.37 e Å À3 Absolute structure: Flack (1983), 1147 Friedel pairs Flack parameter: 0.009 (9) Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Data collection: APEX2 (Bruker, 2008) ; cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009 ). -4-tert-butyl-6-[(pyridin-2-ylimino) methyl]phenol V. Balasubramani, T. Vinuchakkaravarthy, S. Gopi, S. Narasimhan and D. Velmurugan
2-Bromo

Comment
The crystal structure determination of the title compound was undertaken as a part of the synthesis, structure and properties of new class of substituted salicylaldehyde derivatives.
In the crystal structure the pyridine ring and the substituted phenyl rings are essentially co-planar with a mean deviation of 0.0057Å and 0.0053Å, respectively, from the least square planes of the corresponding constituent ring atoms. Unlike the other structures, the N(1) atom of the pyridine ring aligns with the plane of the other atoms contributing the ring (C12-C13-C14-C15-C16). The dihedral angle between pyridine ring and the phenyl ring is 1.3 (2)°. The Br(1) atom is almost co-planar with the phenyl ring (C1 to C6) with a mean deviation of 0.025 (1)Å. An intramolecular O(1)-H···Br (1) hydrogen bond forms a S(5) ring motif. Intramolecular C(7)-H···N(2) weak interaction is also observed in the structure.
Experimental
The synthesis of the title compound follows the modified method of Schiff's base prepartion described by Pannerselvam et al. (2005) . The microwave-assisted condensation of 3-bromo-5-tert-btuyl-2-hydroxybenzaldehyde and 2-amino pyridine was carried out in a domestic oven, Samsung SMH9151BE. Equimolar concentrations of 3-bromo-5-tert-butyl-2-hydroxy benzaldehyde and 2-amino pyridine (3mmol each) were dissolved in anhydrous methanol (5mL) at ambient temperature in an 25mL Erlenmeyer flask. The mixture was subjected to microwave irradiation for an optimized time (8 mins) on the M-High setting (800W). It was then cooled and diluted with ice-cold water. The product yield was found to be 72% and the purity was checked using TLC. The compound was re-crystallized from methanol/water mixture at room temperature to yield single crystals.
Refinement
Hydrogen atoms were placed in calculated positions with C-H = 0.93Å and refined using the riding model approximation with a fixed isotropic displacement parameter of U iso (H) = 1.6 U eq (C). 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
supplementary materials sup-3
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
